BNy HEBER I Vv A KM R R

HIA =T ) T IVRAEH:

AERBUEL 1) Control (H A2 £k 7K)
2) famismy BB v A KM
2. HEW - MIB Eschericia coil KEC-B-001 . Staphylococcus aureus KEC-B-002 .
Pseudomonas aeruginosa KEC-B-006 . Bacillus subtillus KEC-B-003 .
Salmonella t yphimurium KEC-B-009
3. Mk PSRRI A B AR K 2 L 04 0001 . 0005, 001, 005, 0.1,
05. 1.0% AR L TalbRIZft L 72,
4. HiRGEE LS 13 SA B © 37°C 24 BRI RTEEEE L CRlBRICHE L 72,
5. HERE AIER# L 72 B (2 AR B K 2 -V T X 108CFU/ml i 72 5 & 9 (2%
LAERC L 720 C OfMIEE & 43U fA1C 0.1ml #5748 L. =0 T C 185/rpm &
BLH, PrEEmei (24 Wef) (EL2S. BWE 0.1ml & MR HYICHLD
L IR AR B AR K T 10 R BRER RS RY 2 ERL % . SA B Hb I SRyRIERE L |
37C2 HMEFZ L ¢, Kb Lol s nzan=—%lwE L7z,
B
T v HA% 5%
Escherichia coli K 77 LEM
Staphylococcus aureus AT N R 75 Ltk
Pseudomonas aeruginosa WEW (Y a2—FEFAH) 7 I LEH
Bacillus subtilis Hil EL R 7T Ltk 3N % TR
Salmonella typhimurium FAIFTAE (FIVERTO—FE) | 7T LEME
AR HRRBERC S V> 7 4 KM O R RERRE R (MBC)
#1 MK Escherichia coli KEC-B-001 72 M - Staphylococcus aureus KEC-B-002
I TN HigBes i v 7 4 KM W TIN HBE 7 v 7 2 KM
{7 Ik 1d il W5 1d
AR TR R
0.0%(Control) 1.6 x106 2.6 X106 0.0%(Control) 2.7 X106 1.7 x 106
0.001% 1.1 x103 0.001% 25 %103
0.005% 3.0 x10! 0.005% 20 x10!
0.01% <x101 0.01% 1.3 x102
0.05% <x10! 0.05% <x10!
0.1% <x10! 0.1% <x10!
0.5% <x10! 0.5% <x10!
1.0% <x10! 1.0% <x10!
CFU/ml CFU/ml




%3 HEE © Pseudomonas aerughosa KEC-B-006

#4 MR ¢ Bacillus subtilis KEC-B-003

TN BB/ v > 5 KM TN HRRBER A V> ™ 4 KM
ilpaes W% 1d il W 1d
TR ERiN 353
0.0%(Control) 2.3 X106 2.7 X106 0.0%(Control) 1.8 x 106 1.6 x106
0.001% 8.9 x 102 0.001% 26 xX10°
0.005% <x101! 0.005% 1.6 <105
0.01% <x 101! 0.01% 6.9 X104
0.05% <x 101! 0.05% 6.1 X104
0.1% <x 101 0.1% 4.8 X104
0.5% <x 10! 0.5% 1.7 x104
1.0% <x 101 1.0% <x10!
CFU/ml CFU/ml

#5 HEE

Salmonella typhimurium KEC-B-009

TV HBer 7 v > 7 4 KM
il W 1d
FIEIN-35 3

0.0 %(Control) 19 x 106 2.3 X106
0.001% 1.3 x102
0.005% <x 10!
0.01% <x 101
0.05% <x 101
0.1% <x 101
0.5% <x 101
1.0% <x 101
CFU/ml

iy BEMSER VY A KM OB R ABESE T Lo (MBC)

VA HFERBER A )V ¥ 7 2 KM
AW/ mERE (MBC) %
Escherichia coli 0.01%
Staphylococcus aureus 0.05%
Pseudomonas aeruginosa 0.005%
Bacillus subtilis 1.0%
Salmonella typhimurium 0.005%




